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Resumo

Algoritmos que mapeiam cada elemento de entrada para um tnico elemento de saida
podem facilmente utilizar todo o massivo poder de processamento paralelo oferecido pelas
GPUs atuais. Por outro lado, algoritmos que precisam seletivamente descartar entradas ou
mapea-las para um ou mais elementos de saida, processo que é chamado de compactacao
e expansao de stream, sao dificeis de serem implementados na GPU. Neste trabalho, uma
estrutura de dados chamada Histogram Pyramid (também conhecida como HistoPyramid)
serd apresentada como uma solucao eficiente para implementar esse tipo de reorganizacao

de dados na GPU.

O Marching Cubes é um algoritmo tradicional de computacao grafica que pode se
beneficiar dessa estrutura de dados. Ele é usado para extrair uma malha de triangulos
a partir de uma funcao implicita. Ele pode ser usado, por exemplo, como uma maneira
rapida para se visualizar simulacoes de fluidos baseadas no método de Smoothed Particle
Hydrodynamics. Este trabalho vai explorar uma implementagao do algoritmo Marching
Cubes baseada em HistoPyramid e também compara-la com a implementacao equivalente
utilizando o geometry shader. Um solver de fluidos que roda completamente na GPU
também sera apresentado. Ele usa a HistoPyram:id para deixar particulas vizinhas orde-
nadas de maneira proxima na memoria, o que é essencial para uma boa performance de
simulacao. Ambos os algoritmos podem ser utilizados em conjunto, formando uma bibli-
oteca completa para simulacao e renderizacao de fluidos em GPU. Técnicas avancadas do
OpenGL 4.3, como os compute shaders, foram usadas para maximizar a performance e a
flexibilidade dos algoritmos desenvolvidos.

Palavras-chave: Histogram Pyramid, Marching Cubes, Smoothed Particle Hydrodynam-
1C8.



Abstract

Algorithms that map each input element to a unique corresponding output can easily
harness all the massive parallel processing power offered by today’s GPUs. On the other
hand, algorithms that need to selectively discard inputs or map them to one or more
output elements, what is called stream compaction and expansion, are difficult to im-
plement on the GPU. In this work, a data structure called Histogram Pyramid (also
known as HistoPyramid) will be presented as a solution to implement this kind of data
re-organization efficiently on the GPU.

The Marching Cubes is a traditional computer graphics algorithm that can benefit
from this data structure. It is used to extract a triangle mesh from an implicit func-
tion. It can be used, for instance, as a fast way to visualize fluid simulations based on
the Smoothed Particle Hydrodynamics method. This work will explore a HistoPyramid
implementation of the Marching Cubes algorithm and also compare it with its geometry
shader based counterpart. A fluid solver that runs fully on the GPU will also be presented.
It also takes advantage of the HistoPyramid in order to sort neighbor particles close to-
gether in memory, which is essential for good simulation performance. Both algorithms
can be used in conjunction, forming a complete GPU accelerated framework to simulate
and render fluids. Advanced OpenGL 4.3 techniques, like compute shaders, were used to
maximize the performance and flexibility of the algorithms developed.

Keywords: Histogram Pyramid, Marching Cubes, Smoothed Particle Hydrodynamics.
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Chapter 1

Introduction

Computational Fluid Dynamics (CFD) is an increasingly popular research area in the last
few decades. This is due to the many applications it has in the most diverse fields, such as
engineering, medicine, illustration and entertainment. For instance, among other things,
it is useful for simulating airflow around an aircraft, blood flow in the human body and

to create realistic water bodies both in movies and interactively in games.

One of the biggest challenges of this area comes from the complexity of the physical
behavior of fluids. To model convincingly the way a fluid moves and reacts to external
forces in the real world requires complex mathematics and plenty of processing power.

This fact severely limits the quality and scale of real-time interactive fluid simulations.

In the last years, graphics processing units (GPUs) have gotten progressively more
flexible and programmable. This has allowed the processing of a wide range of applications
to be accelerated by them. But despite current generation GPUs offering extremely
high performance, often in the range of a few teraflops (trillion floating point operations
per second), they have a unique massively parallel architecture, which makes certain

algorithms really hard to implement on them in an efficient manner.

Some architecture limitations include the need to use specialized parallel data struc-
tures and deal with possible race conditions, reduced global memory throughput if coales-
cent access patterns are not used while reading or writing data, and also weak divergent

control flow performance [32].

On the other hand, there are the so called embarrassingly parallel algorithms, which
are more straightforward to implement on massively parallel processors. Examples of
such algorithms are most graphics and image processing tasks (GPUs were designed for

them after all). Grid based fluid simulations are also embarrassingly parallel. But in spite
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Figure 1.1: The classic dam break flow simulation. Time passes from left to right.

of being a better fit for the current GPUs architecture, grid based methods need huge
amounts of memory to simulate large fluid bodies and in addition they are only able to

handle a limited region of space. In other words, they only operate on a fixed domain.

Particle based simulations are another way to model fluid flows. They generally
employ a method called Smoothed Particle Hydrodynamics (SPH) [24], use less memory
and allow the fluid to exist in an infinite domain, where it can move freely to anywhere in
space. The SPH method also trivially adapts to topological changes in the fluid surface.
Despite these advantages, they are very hard to implement efficiently on GPUs because
they exhibit non-coalescent memory access patterns, specially when particles need to
search for their neighbours. To alleviate this situation, particles need to be spatially
sorted into memory. A lot of research have been done in this area in the last few years
and there are some successful SPH implementations on the GPU [14, 8, 20|. In this work,

a particle sorting solution using the HistoPyramid data structure will be proposed.

It is also important to consider how to render the simulation data in a realistic,
convincing and precise way. There are many ways to do it: some methods are screen
space based, some are mesh based, among others. For this work the Marching Cubes
algorithm [22], which is a mesh based solution, was chosen. Figure 1.1 illustrates how the
visualization looks like. This method has some advantages. For instance, the generated
mesh represents the geometry of the fluid surface and it also can be post-processed in

many ways.

Both the particle sorting and the Marching Cubes algorithms can be seen as stream
compaction and expansion problems, which are hard to implement well on the GPU.
Graphics processors usually process data in arrays or grids, and the output count is
exactly the same as the input count. However, in this kind of problems, each input
element can be either discarded or used to calculate one or more outputs. This is clearly
a hard type of task to parallelize, as a naive implementation will almost always not be
able to evenly balance the computing load among the GPU threads, which is detrimental

performance wise.



1.1 Contributions 3

This work will explore a data structure called Histogram Pyramid (also known as
HistoPyramid) and the associated parallel algorithms used to build and traverse it in
order to implement algorithms that need this kind of data re-organization efficiently on
the GPU. In particular, both a particle sorting algorithm and a Marching Cubes version
that take advantage of the HistoPyramid will be presented. This will lead to a complete

fluid framework with both simulation and rendering being executed fully on the GPU.

Furthermore, aiming to maximize the performance and flexibility of the algorithms
developed, advanced OpenGL 4.3 techniques like compute shaders and the draw indirect

idiom were used.

1.1 Contributions

The main contributions of the present work are:

A compute shader based 3D HistoPyramid implementation. It can process input

elements from a 3D array of data.

e A GPU bucket sort algorithm based on the 3D HistoPyramid data structure and
tailored for sorting SPH neighbouring particles into GPU memory to allow fast

coalesced memory access.

e A weakly compressible SPH simulator that runs fully on the GPU, using compute

shaders and the aforementioned bucket sort.
e A Marching Cubes implementation based on the 3D HistoPyramid.

e A comparison between the HistoPyramid based Marching Cubes and a more tra-
ditional GPU version of it that uses the geometry shader to perform the stream

compaction and expansion.

e An application that puts together the SPH simulator and the Marching Cubes

renderer, providing a complete real-time fluid simulator.
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1.2 Dissertation Structure

The remainder of this dissertation is structured as follows. Chapter 2 provides an overview
of previous and related works. Chapter 3 will describe the HistoPyramid data structure
and the algorithms needed to build and traverse it. Next, Chapter 4 will talk about fluid
simulation, explaining in detail the SPH method that was used in this work and also
how it was implemented on the GPU. After that, Chapter 5 will explore fluid rendering
techniques, giving special attention to the Marching Cubes algorithm. Chapter 6 discusses
the results obtained in this work. Finally, Chapter 7 concludes this dissertation and also

proposes future improvements to this work.



Chapter 2

Related Work

The Navier-Stokes equations are the basis used to describe the dynamics of fluids. There
are two approaches to solve them and track the motion of a fluid: the Eulerian viewpoint

and the Lagrangian viewpoint [2].

The Eulerian approach is grid based and looks at fixed points in space to see how
measurements of fluid quantities, such as density and velocity, at those points change in
time. Foster and Metaxas [11| employed this approach to successfully model the motion
of a hot, turbulent gas. Later, Stam [34] proposed an unconditionally stable model which
still produced complex fluid-like flows even when large simulation time steps were used.
His work was an important step towards real-time simulation of fluids. More recently,
Chentanez and Miiller [3] presented a new Eulerian fluid simulation method that uses
a special kind of grid, called the restricted tall cell grid, to allow real-time simulations
of large scale three dimensional liquids. Chentanez and Miiller [4] also presented a GPU

friendly purely Eulerian liquid simulator that is able to conserve mass locally and globally.

The Lagrangian approach is particle based and it is an irregular discretization of the
continuum. It measures fluid quantities at particle locations and the particles freely move
with the fluid flow. Examples of Lagrangian methods are the Moving-Particle Semi-
Implicit (MPS) [19, 30] and the Smoothed Particle Hydrodynamics (SPH), which was
developed by Gingold and Monaghan [13| and independently by Lucy [23] mainly for
astronomy simulations of large gas dynamics. The SPH method uses smoothing kernels

for the Navier-Stokes discretization. It has been used in the most diverse research fields.

For instance, Miiller et al. [26] created an interactive blood simulation for virtual
surgery to allow medical training. In fact, Miiller et al. [24] were the first to develop a

fast enough SPH solver that was suitable to be used in interactive systems and allow user
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manipulation. Many of the interactive SPH implementations that followed were based on

their work, including the model used in the present work.

In the field of superficial flows over terrains, Kipfer and Westermann [18] employed
the SPH model to create physically realistic simulations of rivers in real-time, allowing it
to be used in games and virtual reality environments. Regarding fluid-solid interactions,
Solenthaler et al. [33] described a SPH based model to simulate liquids and deformable
solids and their interactions. The model described by their work is also useful to simulate

multi-phase flows (liquid-solid), as was also demonstrated by Hu and Adams [16].

One challenging problem that particle based fluid simulations have to deal with is
high compressibility and oscillations, which are undesired properties that look unnatural
and particularly strange in liquid simulations. Becker and Teschner [1] proposed to use
the Tait equation to make a weakly compressible fluid formulation with very low density
fluctuations. They have also addressed surface tension, which plays an important role to

handle small details in the simulations.

2.1 Smoothed Particle Hydrodynamics on GPUs

Recently, some researchers started to study ways to implement the SPH algorithm on
GPUs. The simulation can be made many times faster by exploring their massive compu-
tational power. However, due to their unique architecture, this is not a straightforward
task. The algorithm to find the neighbours of a given particle, which is necessary to calcu-
late the forces acting on it, is specially hard to implement on the GPU. Harada et al. [14]

were one of the first able to implement a SPH simulation running fully on the GPU.

Silva Junior et al. |9, 8] developed a heterogeneous system to leverage both GPU and
multi-core CPU processing power for real-time fluid and rigid body simulation supporting
two-way interactions. Krog [20] investigated how to create an interactive snow avalanche
simulation, using the Nvidia CUDA technology to program the GPU. He started with a
simple SPH model, which was suitable for simulating low-viscosity incompressible New-
tonian fluids (e.g. water-like fluids). Then he made a more complex SPH model, which is
more accurate and has support for simulating non-Newtonian fluids with viscosities deter-
mined by empirical models. Using this model he was able to simulate flowing avalanches

on a terrain at interactive frame rates.
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2.2 Fluid Rendering

Modeling the physics that govern the movement of a fluid is only half of what is necessary
to make a complete simulation. Another important aspect is how to create images from
the abstract mathematical representation of the fluid. This is addressed by the research
of fluid rendering algorithms, which calculate how light interacts with the fluid surface

and interior.

There are a number of ways to render a fluid. Some are more realistic and show a
greater amount of details; others have faster performance and thus are more suitable for
real-time applications. This work is based on a traditional and straightforward approach
called isosurface extraction. A GPU version of the Marching Cubes algorithm is used to

create a 3D mesh representing the fluid surface.

The Marching Cubes algorithm was originally developed by Lorensen and Cline [22]
in 1987 as a way to create triangle models of constant density surfaces from 3D medical
data. This algorithm is widely used until today and many extensions and improvements
have been proposed by several authors. Newman and Yi [27] have done a survey of the
most representative derived works. Custodio et al. [7] implemented a variant of Marching

Cubes that tries to generate topologically correct manifold meshes for any input data.

Miiller et al. [25] proposed an alternative to render particle-based fluid models called
screen space meshes. This method allows the generation and rendering of surfaces defined
by the boundary of a 3D point cloud. It first creates a 2D screen space triangle mesh that
later is transformed back to 3D world space for the computation of lighting and shading
effects. It is worth noting that this algorithm only generates visible surfaces and offers

view-dependent level of detail for free.

More recently, van der Laan et al. [36] presented a screen space rendering approach
that is not based on polygonization and as such avoids tessellation artifacts. It alleviates
sudden changes in curvature between the particles to create a continuous and smooth
surface and prevent it from looking “blobby” or jelly-like. Also, like the screen space
meshes method, it only renders visible surfaces and has inherent view-dependent level of

detail.

Other techniques that are suitable for fluid visualization are Surface Raycasting [17],

Volume Rendering [12] and Ray-Tracing [29].
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2.3 The HistoPyramid Data Structure

The HistoPyramid has been successfully employed to implement many stream compaction
and expansion problems on the GPU. Dyken et al. [10] presented a reformulation of
the Marching Cubes algorithm as a data compaction and expansion process and took
advantage of the HistoPyramid to make an implementation that outperformed all other
known GPU-based isosurface extraction algorithms in direct rendering for sparse or large
volumes at the time their work was published. It only required OpenGL 2.0 and in order to
do so it used a flat 3D layout to store the HistoPyramid data, i.e., a large tiled 2D texture
to represent the 3D scalar field and output count data. The present work Marching Cubes
implementation is based on Dyken’s approach. However, it utilizes modern OpenGL 4.3

features (e.g. compute shaders) to implement a truly 3D HistoPyramid.

Ziegler et al. [38] showed how a HistoPyramid can be utilized as an implicit indexing
data structure, allowing them to convert a sparse 3D volume into a point cloud entirely on
the graphics hardware. Their method can be used to create visual effects, such as particle
explosions of arbitrary geometry models. It is also able to accelerate feature detection,

pixel classification and binning, and enable high-speed sparse matrix compression.

As far as the author knows, there is no article in the literature discussing how to apply

the HistoPyramid in the context of sorting neighbour particles for the SPH algorithm.



Chapter 3

The HistoPyramid Data Structure

Some algorithms process each input element always generating a unique corresponding
output. However, in many other cases, the ability to selectively discard inputs or map
them to one or more output elements is required. This type of processing is called stream
compaction and expansion and is difficult to implement properly on the GPU, as a naive
implementation will almost always not be able to evenly balance the computing load

among the GPU threads and so will not take advantage of its full processing power.

The HistoPyramid [10], short for Histogram Pyramid, is a data structure that allows
efficient implementation of stream compaction and expansion algorithms on parallel archi-
tectures. Many problems may be modeled in this way and can benefit from this approach,
as discussed in the related works section. In this work, the capabilities of this data struc-
ture will be leveraged to implement both an efficient GPU particle sorting method for
a fluid simulator and also the Marching Cubes polygonization algorithm that is used to

create a visualization of the fluid surface.

Instead of iterating through the input elements and discarding them or generating
their corresponding output straight away, an algorithm must be split in two main exe-
cution phases in order to be able to use the HistoPyramid. After the data structure is
allocated appropriately in GPU memory, the first phase kicks in and fills it using a pred-
icate function to determine each input element multiplicity, i.e., how many outputs each
input will generate. After that, a parallel reduce operation is performed and calculates the
total number of outputs. Then, the second phase allocates one GPU thread per output
element. Each thread traverses the HistoPyramid to find out for what input element and
for which of its outputs it is responsible for. Then it can solve the original problem for

that particular item and write the result in an appropriate location of the GPU memory.
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3.1 Data Structure Description

The HistoPyramid is a stack of textures that looks a lot like a standard mipmap pyra-
mid [37] and also exhibits similar memory access patterns, thus taking full advantage of

all GPU optimizations related to mipmapping, such as the dedicated texture caches.

The array of input elements, also known as the input stream, may be an 1D, 2D or
3D array. The texture that sits at the base level of the HistoPyramid must have the same
number of dimensions as the input stream and the length of each of its sides must be at
least as large as the same side is in the input array. In addition, the length of all of its
sides must be equal and also a power of two. Input arrays with asymmetric or non power
of two side lengths require appropriate padding to be applied (often it is enough for the
predicate function to return zero for the output count of the extra non-existent elements).
The texel count of the base level represents the maximum number of input elements that
a given HistoPyramid can handle. The value contained in each texel of the base level

encodes the output count of a given input element.

Similarly to the layout of a traditional mipmap stack, at each subsequent level of the
HistoPyramid the texture dimensions are halved until the top of the stack is reached.
There resides a texture with a single texel, which is called the top element. The value
stored in the top element is the final output stream length, i.e., the total number of

elements contained in the output stream.

Note that it is actually possible to process a 3D array of input elements with a 2D
HistoPyramid by using what is called a flat 3D layout [15], i.e., 3D data laid out as slices
tiled in a 2D texture. However, this approach adds extra burden and complexity to the
implementation, as extra code is necessary to remap the texture coordinates. Hence, in
spite of being a useful technique for older hardware, it is not really needed anymore.
OpenGL 4.3 hardware and newer offers not only compute shaders which can natively
dispatch 3D work groups to the GPU but also the ability to perform arbitrary image store
operations that allow shaders to directly write data to a specific texel of a 3D texture [6].
These modern OpenGL features allow a more straightforward implementation of a truly
3D HistoPyramid.

Another interesting layout modification is called the 2D vec4-HistoPyramid [38]. In-
stead of using a single channel texture and storing only one value per texel, a four channel
RGBA texture is used to store four values per texel. This halves the texture sizes along

both dimensions, allowing bigger HistoPyramids to be built under the same hardware
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limitations (each GPU has a maximum texture size limit). It also cuts texture fetches by
a factor of 4 during the HistoPyramid processing and on top of that, given the fact that
graphics hardware is extremely optimized to fetch RGBA values, it generally improves

the performance of the algorithm.

Input Stream

o|1/0|3|0|2|0]0O
I, I, I, I, I, I I, I

LN N

L [ L2 |13 |1t | 12
0O, O, O3 0O O Og
Output Stream

Figure 3.1: Sample input and output streams.

Figure 3.1 shows an example of input stream and also the corresponding output stream
it generates after processed. It can be observed that the first element of this input stream
allocates zero outputs for itself. It means this element is discarded, or in other words, that
stream compaction will be performed. The second element allocates exactly one output,
which means that stream passthrough will be performed and the stream size will not be
affected by this particular case. On the other hand, the fourth input element allocates

three outputs, thus performing stream expansion.

Looking by the side of the output stream, after the HistoPyramid traversal is per-
formed, some conclusions can be reached. For instance, the source used to calculate the
first output element is the second input element. Other observation is that the fifth out-
put element is the first output generated by the sixth input element; and the sixth output

element comes from the second output created by the sixth input element.

Figure 3.2 shows the HistoPyramid that was built and used while processing the
example above. Each value of the base level represents the output count of a given input
element. At each new level, the texture size is halved and the output counts are summed.
This process continues until the top level is reached. This last level only contains one
element which is the total output count of the algorithm. Or in other words, it is the size

that the output stream will have.
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1D HistoPyramid:
Ti
6 Elerc:lznt

[\
/1T 1IN
/1T TN

Base
Level

Figure 3.2: Sample 1D HistoPyramid.

Note that in this simplistic 1D example, only two elements of the previous levels are
summed to generate an element of a subsequent level, which only halves the texture size.
In the 2D case, a 2 x 2 square is considered (4 elements) and both the texture width and
height are halved. So the next level of a 2D pyramid actually has only one fourth of the
number of elements of the previous one. Finally, in the 3D case, a 2 x 2 x 2 cube is taken
into account (8 elements) and the depth of the texture is also halved. Therefore, each
subsequent level of a 3D pyramid only has one eighth of the element count of its previous

level.

3.2 Data Structure Initialization

Algorithm 1 describes the steps that are necessary to initialize the HistoPyramid data
structure on GPU memory. First, all the compute shaders that are required to build and
traverse the data structure should be compiled and loaded into GPU memory. Next, the
largest length of all of the input stream dimensions must be determined. Then, based
on this, a length is chosen for the side of the base level of the HistoPyramid. It must
be a power of two and ensure that all of the input stream elements will fit into the data
structure. After that, it is possible to calculate how many levels the HistoPyramid will

have by using a simple logarithmic formula.
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Algorithm 1 Data Structure Initialization
1: Load the required compute shaders on the GPU;

2: largest Dimension < max(inputWidth, input Height, input Depth) — 1;
hpBaseSideLength < 1;

while hpBaseSideLength < largest Dimension do
hpBaseSideLength <= hpBaseSideLength x 2;
end while
hpLevels < (In(hpBaseSideLength) <+ In(2)) + 1;
Allocate the HistoPyramid texture on the GPU memory;
Tex Dimensions = hpBaseSideLength x hpBaseSideLength x hpBaseSideLength;

o

Tex Mipmap Levels — hpLevels;
9: Fill the HistoPyramid texture base level with zeros; {using a compute shader.}

10: = The HistoPyramid is now ready to be used.

Finally, the HistoPyramid texture can be allocated on the GPU memory with the
appropriate dimensions and the given number of mipmap levels. Details about how the

texture allocation was implemented are given in Section 3.5.

The last step required to run before the HistoPyramid is ready to be used is the
execution of a compute shader to write zeros to the whole base level of the texture. Due
to the requirements of the data structure (all sides being of equal length and also a power
of two length), the number of entries in the HistoPyramid may be greater than the number
of input elements. In this case, as was noted before, it is enough to apply proper padding,
which generally means making the predicate function return zero for the output count of
the extra non-existent elements. However, for performance reasons, the predicate function
is not even run for the extra elements at the building phase. So, in order to everything
work correctly, the texture must be entirely filled with zeros from the very beginning.
This manual step is necessary because usually there are no guarantees about the memory
returned by the graphics driver and it may contain random data from previously used

memory.

It is possible to calculate the fraction of the HistoPyramid base that is actually being

used to process the input stream elements by using the following formula:

f=

e
Y
m

where f is the used fraction, e is the number of elements present in the input stream and
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m is the maximum element count supported by the HistoPyramid. In the 3D case, for

instance, m = s3, where s is the length of the side of the base level of the texture.

3.3 Building Phase

After the data structure is properly initialized, the first execution phase can run to update
its contents and finally build the HistoPyramid. Algorithm 2 describes this process. At
first, a compute shader is dispatched to update the base level by performing a simple task
in parallel for each input element: applying the predicate function and writing the result

at the correct location of the texture.

The predicate function is unique to each stream expansion and compaction problem
and it calculates the multiplicity of each input element, i.e., how many output elements

each input element will generate.

Next, a compute shader is dispatched for each level starting from level 1 (which is the
first above the base level) up to the top level in order to update its contents. To do so,
it performs a parallel reduction operation on each previous level. This reduction involves
summing the values of 2, 4 or 8 elements of the previous level, according to how many

dimensions the HistoPyramid has.

Algorithm 2 HistoPyramid Building Phase
1: Dispatch a compute shader to update the HistoPyramid base level;

{The work done in parallel by the shader is equivalent to the following loop:}

[\

: for all input elements do
Apply the predicate function to each element to calculate its multiplicity;
Write the result into the appropriate location of the base level of the texture;
5. end for
{The following steps are executed regularly on the CPU:}
6: currentLevel <= 1;
7: while currentLevel < hpLevels do
8  Dispatch a compute shader to update the current level of the texture by performing
reduction on the previous one;
9:  currentLevel <= currentLevel + 1;

10: end while
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At this point, all the HistoPyramid levels up to the top element are updated and
ready to be traversed during the second phase of the algorithm. Also, the value of the

top element is now the total output count of the algorithm.

3.4 Traversal Phase

This phase balances the workload evenly among the GPU threads. Given that the total
number of output elements is already known, a buffer can be allocated on GPU memory
to hold the output stream and it is possible to dispatch a compute shader to execute
the desired algorithm with enough threads to fully utilize the GPU processing resources.
Algorithm 3 shows in detail all the steps that are performed during the traversal phase.

In order to spawn the appropriate number of compute threads, the top element of
the HistoPyramid must be accessed. Traditionally, the CPU needed to read back this
value and then issue a rendering command. However, a readback almost always stall the
graphics pipeline, forcing the CPU to wait idle while the GPU finishes all its processing.
Fortunately, there is a newer approach available in modern graphics cards which yields
better performance and completely avoids any readbacks. It is called indirect compute
dispatch and allows the GPU to source the parameters used to dispatch the compute
shader from a buffer on its own memory. Further details about this technique are explained

in Section 3.5.

Each GPU thread will execute the work necessary to generate a single output ele-
ment. This work begins with the traversal of the HistoPyramid data structure in order
to determine for what input element and for which one of its outputs each thread will be
responsible for. In other words, traversal is performed once for each output element. It
starts by initializing some important variables: currentLevel stores at which level of the
HistoPyramid the traversal currently is and it is initialized pointing to one level below the
top level of the data structure. The top level can be skipped because it always contains
only one element and so there is only one way to traverse it. Traversal goes recursively
down and finishes when then base level is reached. currentTexCoord points to a specific
texel in the current level. Conceptually, it starts pointing to the center of the single texel
at the top level. However, as the presented algorithm actually begins the traversal in the
following level, it is initialized pointing to the middle of the elements one level below the
top. In addition, as this work uses integer texture coordinates instead of normalized ones,

it is not really possible to point to a location between texels. So what is actually stored is
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the integer texture coordinate of the element immediately to the left of where the traversal
is targeting. In the 2D and 3D versions, the coordinate stored is from the element imme-
diately to the left, top and front of the real coordinate. The currentTexCoord variable
keeps being updated during the traversal and, at the end, it points to the input element
that generated this output.

Each instance of the compute shader that is executed has a unique linearly increasing
index, that is stored in the output ElementIndex variable and is used to point to a specific
entry in the output stream. The localIndex variable is also initialized to this value, but
it keeps getting updated during traversal. In the end, in case of stream expansion, it tells
which one of the multiple outputs should be processed by this thread. In case of stream

passthrough, its value is always 0 (zero).

In the 1D HistoPyramid, at each level visited, two texels must be read. They are
labeled a and b and their values are used to define two ranges named A and B. And so
the traversal may follow two different paths, according to which range the localIndex falls
into. Then, both the currentTexCoord and the locallndex variables must be updated
conforming to the chosen path. currentTexCoord points to the new direction in which
the traversal will proceed and is also multiplied by 2, as integer texture coordinates are
being used and the next level will have twice as many texels in each dimension. There
is an exception: at the base level this multiplication by 2 is not needed. In addition, the

value of the start of the chosen range is subtracted from the localIndex.

This process continues recursively until the base level is reached. When this happens,
the traversal is complete and both currentTexCoord and locallndex have their final
values, so the compute thread can finally perform the calculations specific to the algorithm
been executed to generate a given output element and then write it to the appropriate

location of the output stream on the GPU memory.

Note that at each level of a 2D or 3D HistoPyramid that is visited, respectively, four
or eight texels must be read. In the 2D case the texels are read and labeled in the following

order:

Accordingly, four ranges A, B, C' and D are defined. The 3D case is similar, with eight

ranges defined and the frontmost layer of texels always read first.
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Algorithm 3 HistoPyramid Traversal Phase

1: hpTopLevel <= hpLevels — 1;

2: Dispatch a compute shader to generate the output stream;

3:
4
5
6:
7
8

10:

11:
12:
13:
14:
15:
16:
17:
18:
19:

20:
21:

{One GPU thread is spawned to process each output element.}

for all output elements do

currentLevel <= hpTopLevel — 1;
currentTexCoord < 0
localIndex < output ElementIndex;
while currentLevel > 0 do
Fetch texel a from the HistoPyramid texture at the currentLevel and using
currentTexCoord as the texture coordinate;
Fetch texel b from the HistoPyramid texture at the currentLevel and using
currentTexCoord + 1 as the texture coordinate;
Set the following ranges:
A=10, a)
B =la, a+b)
if localIndex falls into B then
currentTexCoord < currentTexCoord + 1;
localIndex <= localIndex — a;
end if
if currentLevel # 0 then
currentTexCoord < currentTexCoord X 2;
end if
current Level <= currentLevel — 1;
end while
{The traversal is finished by now and at this point the variable currentTexCoord
references the input element that gave origin to this output. Also, in case of stream
expansion, locallndex now tells which of the outputs should be processed by this
thread.}
Calculate this output element according to the algorithm being executed.

Write the result to the appropriate location of the output stream array.

22: end for
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For the sake of clarity, the 2D ranges are laid out as follows:

A=

B =la, a+b)

C=la+b a+b+c)
D=la+b+c, a+b+c+d)

Also, as an illustrative example, let’s examine step by step the traversal for the third
output element from Figure 3.1. By looking at the HistoPyramid in Figure 3.2, it is possi-
ble to determine that current Level is initialized with the value 2, currentTexCoord starts
as 0 and the locallndex, which begins with the same value of the output ElementInder,

is equal to 2. The two texels from level 2 form the ranges:

[0, 4)

A
B =4, 6)

The localIndex falls into range A and the traversal can descend to level 1 and proceed
to the left, where the two texels read have values 1 and 3, respectively. They define the

following new ranges:

[0, 1)
1, 4)

A
B

At this time, locallndex falls into range B and the traversal should continue to the
right. The currentTexCoord is updated to 2 and the localIndex is updated to 1. Finally,

the traversal reaches the base level. The two texels read (0 and 3) form the ranges:

A=(0, 0)
B

Again, locallndex falls into range B. The currentTexCoord is updated to 3 and
localIndex finishes with the value 1. Now the traversal is complete and it is possible to
infer that the third element from the output stream comes from the second output (as
indicated by localIndex) of the fourth element from the input stream (as indicated by the
currentTexCoord). Please note that the actual implementation uses zero based indexes

and that is why a locallndex value of 1 actually means the second output.
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3.5 Implementation Details

In this work, all textures are allocated using the glTezStorage3D method (or its 1D or 2D
counterparts), which was introduced by OpenGL 4.2 and allows the allocation of the so
called immutable textures. This type of texture has all of its storage allocated up-front
(including everything needed for all of its mipmap levels). Thus, its format and dimensions
are immutable at runtime. Only the contents of the image may be modified. This helps
to lessen the graphics driver runtime validation overhead and therefore leads to improved
application performance [6]. Tts contents must be specified by the g¢lTexSubImage3D
method, as invoking glTexrImage3D would allow the user to alter the dimensions or format

of the texture, and so it is an illegal operation on this kind of texture.

Another useful technique is the indirect compute dispatch. As discussed before in Sec-
tion 3.4, it allows the traversal phase to be implemented in a more efficient way by avoid-
ing a CPU readback that stalls the graphics pipeline. Note that apart from the perfor-
mance gains on dispatching the work for the GPU, everything in shader execution behaves
identically as the traditional approach. Instead of reading back the top element of the
HistoPyramid by using the glGetTexImage method and then calling glDispatchCompute
passing the number of work groups as a parameter, a slightly different code setup is re-
quired. First, a tiny extra buffer called the dispatch indirect buffer must be allocated
on GPU memory at program initialization. Also, a small extra compute shader must be
executed before the traversal phase. It is dispatched with a single work group containing
only one element (i.e. it will only be executed once) and its sole task is to read the top
element from the HistoPyramid texture and populate the dispatch indirect buffer directly
from the GPU. Now the traversal phase can be dispatched, but this time by calling the
glDispatchComputelndirect method. This method does not require the CPU to know in
advance the number of work groups that will be executed. At the right time, the GPU

itself will source this information from the buffer that resides in its own memory.

There are also indirect draw calls that source their execution parameters from draw
indirect buffers. If the output stream will contain vertices from a mesh and the user
just wants to render it without saving the data to a buffer, an indirect draw call may be
executed in place of the compute shader to perform the traversal phase. The implementa-
tion is very similar to the compute case. For instance, the glDrawArraysIndirect method

should be used as an alternative to glDrawArrays [6].
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It is possible that multiple shader invocations that were previously dispatched to be
queued simultaneously for asynchronous execution on the GPU. In some situations, like
in the reduce operation of the HistoPyramid building phase, it is critical to ensure the
proper ordering of memory operations with the objective of avoiding data access hazards
(e.g. a read after write hazard, where one pass of the algorithm tries to read data of a
previous pass that has not yet been written to memory, and it ends up getting incorrect
junk data). The giMemoryBarrier command was used to define barriers ordering the

memory transactions, thus avoiding this kind of problem [6].

Both 1D and 2D HistoPyramids can be easily implemented on older hardware using
standard render-to-texture approaches. A 3D HistoPyramid could also be implemented
in a similar way. However, its efficiency would be greatly reduced. That is because each
slice of the data structure would have to be rendered individually, one at a time, slice
by slice, requiring a huge number of render target switches, which is extremely expensive
performance-wise. On the other hand, compute shaders along with the image load/store
ability of OpenGL 4.2 (which lets shaders read from and write to arbitrary texels of a
texture) allow a more efficient way of dispatching this type of computing work to the
GPU.

In addition, it is possible to make an implementation using normalized texture coor-
dinates instead of integer coordinates. An integer texture coordinate ¢ can be converted

into a normalized texture coordinate ¢ by using the following formula:

1+ 0.5

I

n

where n is the length of the texture in a given axis. The opposite conversion can be done

as follows:

i=(c-n)—05



Chapter 4

Fluid Simulation

The Smoothed Particle Hydrodynamics (SPH) method [24] was the Computational Fluid
Dynamics (CFD) model chosen for this work. It is a Lagrangian approach, which means
it is based on particles whose locations are used to measure various fluid properties. The
particles can move freely with the fluid flow, which brings some advantages to this method
such as the ability to naturally deal with topological changes without the need for any kind
of special treatment and also the ease to simulate flows with a free boundary. In addition,
this method has a plausible adaptation to parallel architectures, as will be discussed in

Section 4.3.

4.1 Smoothed Particle Hydrodynamics

This section will explain the basics of the SPH model described by Miiller et al. [24], like
the discrete representation of the fluid which is approximated by particles and the use of
smoothing kernels to interpolate fluid properties across space. Moreover, some extensions

and modifications proposed by the current work will be presented.

The SPH method represents the physical model of the fluid through a particle system,
which is a finite set of elements. Each particle is located at a discrete position of the space

and contain certain properties, like mass, density, pressure and velocity.

The initial condition of the particles (starting value of their properties) may be
changed in order to create different flow animations. However, all the particles should
have the exact same mass and for the sake of simulation stability, this mass should remain
constant throughout the whole simulation. The initial positions depend on the geometric

shape of the domain. The particles may be distributed over a regular grid inside the space
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of the domain or in random positions. Or even using other sampling techniques.

Boundary conditions are enforced during the simulation. They define how to handle
particles that eventually leave the simulation domain. Furthermore, it is important to note
that the foundations of SPH lie in interpolation theory. In that sense, it allows quantities
of a field that are only defined at discrete positions to be evaluated at any position in
space. To do this, the SPH distributes these quantities over a local neighbourhood of
defined radius using the so called smoothing kernels. These kernels are mathematical
functions employed during the update of the particles properties at every new step of the

simulation and they define how each particle interacts with its neighbours.

The fluid motion is described by the SPH through the Navier-Stokes equations [24]:

Dv (817

AN (LA v o0 IR v 7+ uAT 4.1
P =P\ 3 7 Vv) Vp + pg + pAT, (4.1)

where ¢ stands for velocity, p is the density, p is the pressure, § means any external forces

(like gravity) and g is the viscosity of the fluid.

For instance, to calculate the density the following equation is used:

N

(p(x)) = > mW (& —ah), (4.2)

j=1
where N is the particle count, m; is the mass of particle j and W is the smoothing
kernel employed by the SPH to perform interpolation. Pressure and viscosity forces are
calculated in an analogous manner to the density. However, for each particle property
a different smoothing kernel can be chosen, always aiming to improve the simulation

stability.

The differential equations that represent the physical laws governing the simulation

are solved using the Leapfrog integration scheme [31, 5|.
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One improvement made over the model described by Miiller’s work [24] is in how
the pressure field is evaluated. Before the forces caused by the pressure gradient can be
updated, the pressure at each particle location must be known. Originally, to calculate the
pressure first the density at the location of each particle was obtained through equation 4.2

and then the pressure could be computed with a modified version of the ideal gas equation:

p="Fk(p—rpo), (4.3)

where k is a gas constant that depends on the temperature and pg is the rest density. How-
ever, this formulation results in a rather high compressibility of the fluid which regularly
creates unrealistic flow animations. In contrast, the current work uses the Tait equation
which enforces very low density variation and is efficient to compute. The equation is

used as proposed by Becker [1] in his weakly compressible SPH model:

() )

with v = 7 and where b is a pressure constant that governs the relative density fluctuation
M. The full procedure to determine values for b is a bit involved and can be found

. Po
in Becker’s paper [1].

Figure 4.1 shows a common CFD test scenario called the dam break. It consists of a

column of fluid falling under the force of gravity.

Figure 4.1: A dam break animation.
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The dam break is an excellent example to show the benefits of the Tait equation for
the pressure update. Figure 4.2 makes a comparison of the animation performed with
both equations. It is clear that with the Tait equation the density fluctuations in the fluid

are much lower at all times, which yields a way more natural and realistic animation.

Figure 4.2: Comparison between the ideal gas equation (left column) and the Tait equation
(right column). Time advances from top to bottom. The first row depicts the beginning of
the flow; the middle one shows the splash and the bottom row illustrates the fluid at rest
in the end of the animation. Density is color coded (bright red for high density particles
and a pale blue for low density ones). The size of the particle points is also greater in
highly compressed areas.
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Another improvement over the original model is the addition of the surface tension
force. It plays a key role to add finer details to flow animations, especially in thin sheets
of fluid. The surface tension approach chosen is also based on Becker’s work [1]. Tt relies
on cohesion forces and is inspired by a microscopic view, since on a molecular level the
surface tension arises due to attractive forces between molecules. These attractive forces

are scaled using the smoothing kernel W as a weighting function:

Dy;
Dt

N
S W (g ) (), (45)
i 4

where x is a constant that controls how strong the surface tension will be, m; and m;
are the masses of particles ¢ and j, IV is the particle count, x; and z; are the positions of

particles 7 and j, respectively, and h is the smoothing kernel radius.

This method allows the surface tension computation in an efficient manner, does not
rely on the simulation of a second fluid phase and is well suited for free surface problems

with high curvatures.

Figure 4.3 illustrates the surface tension in action. The initial state of the fluid
is a cube floating in zero gravity. As the simulation progresses and the fluid reaches
equilibrium, a perfectly round sphere is formed. Different values of b for the Tait equation

result in spheres of various densities.

solver.h = 8.0

solver.tait.b = 800.0

>

>

solver.tait.b = 80.0

Figure 4.3: Surface tension influence in a zero gravity environment. The solver had the
smoothing kernel radius set to 8 and different values of b were tested for the Tait equation.
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4.2 Implementation Details

The simulation domain can be either infinite allowing the particles to go anywhere or
closed with the shape of a rectangular parallelepiped. In the latter case, a boundary

condition that makes particles bounce off the domain walls is applied.

Neighbour particle lookups are an essential part of the SPH algorithm and a special-
ized data structure is used to accelerate this task. The fact that the smoothing kernels
have compact support (i.e. a limited range), which is defined by the radius h, allows
the particles to be distributed over a uniform grid containing cubic cells of side h. In
this way, all the particles that interact with a given particle ¢ and thus are needed to
calculate its physical quantities will be either on the same cell as particle 7 is or in the
immediate neighbour cells. This scheme reduces the computational complexity of finding
the neighbour particles from O (n?) to O (nm), where n is the total particle count and m
is the average particle count per cell of the uniform grid. In general, n is much greater

than m. Figure 4.4 shows a visualization of the data structure described above.

Figure 4.4: Uniform grid used to accelerate the neighbour particle lookups.

The uniform grid is a finite data structure and so it cannot natively handle particles
in an infinite domain. In order to do so, a technique called Spatial Hashing [35] must
be used. This technique enables sparse fluids in large environments by employing a

hash function to map an infinite abstract 3D grid into a finite concrete grid. This work
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uses a very intuitive hash function that maps an abstract cell (x,y, z) to a concrete cell
(x%w, y%h, 2%d), where % is the modulus operator, w is the width, A is its height and d
is the depth of the concrete grid. Neighbour searching is fast and simple as an abstract
neighbour cell (x + dx,y + dy, 2z + dz) maps to the concrete cell ((z + dz)%w, (y + dy)%h,
(z + dz)%d). Sometimes cells will contain particles that are far away from each other in
the domain. However, this does not pose a problem because as the smoothing kernels
have limited support, the contributions from far away particles to any calculations end

up being canceled.

The simulation is initialized as shown in Algorithm 4. Then, all steps described in

Algorithm 5 are executed for each iteration of the SPH method.

Algorithm 4 SPH simulation initialization.
1: Initialize two copies of the uniform grid data structure;

2: dr < 1.4; {dx is the initial spacing between particles.}
FrEsy<szedr 2
4

D maz, <= 48;

i

max, < 20;

. max, < 24;

6

7: while z < max, do

8:  while y < max, do
9

while z < maz, do

10: Create particle at position (z,y, 2);

11: Allocate the particle in the first uniform grid;
12: T <=z + dz;

13: end while

14: Yy <=y + dx;

15: end while
16: 2z < z+dz;
17: end while

18: time < 0; {Time that the simulation is running in milliseconds. }
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Algorithm 5 SPH method iteration.

1: while simulating do

2:
3:
4

o

10:
11:
12:
13:
14:
15:
16:
17:
18:
19:
20:

gamma <= 40; {gammea is the integration timestep.}
time < time + gamma; {Advances 40 milliseconds in time.}
for every cell of the first uniform grid do
if the current cell is not empty then
L < List of neighbour particles;
for each particle P contained in the current grid cell do
UpdateParticle(P, L); {See Algorithm 6 for details.}
end for
end if
end for
for every cell of the first uniform grid do
if the current cell is not empty then
for each particle P contained in the current grid cell do
Reallocate the particle in the second uniform grid;
end for
Clear this cell in the first uniform grid;
end if
end for

Switch the first grid with the second one;

21: end while

described in Section 4.1 are used to update the physical properties of each particle. In
order to do so, a list of neighbours of each particle being updated is built. All particles
within the distance of the smoothing kernel radius are considered to be neighbours. They
are the ones which will have an impact on the calculations. A common length chosen for
the smoothing radius is 4. In addition, the length of the side of each cube of the uniform

grid data structure is usually the same as the smoothing kernel radius because it makes

the search for neighbours faster and more intuitive.

Algorithm 6 details how each particle is updated. It is now that the smoothing kernels
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Algorithm 6 Method UpdateParticle (particle, list of neighbours).
1: P = particle;

2: Update the density of P;

Update the pressure at P;
Calculate the pressure force;
Calculate the gravity force;
Calculate the viscosity force;
Calculate the surface tension force;

Calculate the acceleration of P by summing all the forces that are acting over P;

Update the velocity of P based in the acceleration of P;
10: Update the position of P based in the velocity of P;

11: Enforce the boundary conditions;

4.3 GPU Implementation

The SPH algorithm needs massive arithmetic power to run with good quality and at
an acceptable performance level, especially when it is being used to create real time
animations and simulations. Thus, it is a good fit to be executed by the GPU. On the
other hand, as the average number of neighbours per each particle varies a lot, it is
difficult to come up with an efficient GPU SPH implementation. This variation makes it
harder not only to balance the processing workload properly across the GPU execution
resources, but also to make an efficient and simple data structure to gather each particle
neighbours. Such a data structure should be easily accessible in parallel by multiple
threads without requiring any kind of expensive synchronization and ideally it also should
not use any pointers, which do not perform well with the GPU memory architecture. The
HistoPyramid presents itself as a GPU friendly data structure which is suitable to make

an efficient particle sorting implementation that allows quick neighbour searching.

The GPU based SPH is initialized in a similar way to its CPU counterpart. However,
instead of using two copies of an uniform grid data structure, two linear memory buffers
are allocated on the GPU. Each of these buffers will contain an array of particle structs.
These arrays are used in a ping pong fashion as the uniform grids were. That is, in a
given iteration of the simulation, the particles will be read from the first array, updated
and then sorted and copied into the second array. After that, the arrays are swapped so
that everything is ready for the next iteration. The particle struct just defines a standard

and tightly packed format for storing all particle properties in memory (e.g. position,
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velocity, density, etc). In the very beginning, a compute shader is dispatched to seed the
initial particles, which are also sorted and have their densities calculated for the first time

before the simulation is able to start.

Algorithm 7 describes a high level overview of one SPH iteration on the GPU.

Algorithm 7 SPH method iteration on the GPU.
1: while simulating do

2:  gamma < 40; {gamma is the integration timestep.}

3:  time < time + gamma; {Advances 40 milliseconds in time.}

4:  Dispatch a compute shader to update the particles;

{One GPU thread is spawned to process each particle.}

Dispatch a compute shader to handle the domain boundary conditions;
Swap the particle buffers;

Sort the particles for neighbour search; {See details in Algorithm 8.}

end while

Steps 4 and 5 of the above algorithm are performing exactly the same work that is
done by the CPU on Algorithm 6. After the particles are updated, they might have
moved and thus they cannot be considered to be spatially sorted anymore, so the particle
buffers need to be swapped. The buffer that previously contained the array of spatially
sorted particles is now bound to the GPU as the unsorted one and vice-versa. This is
done in preparation to the last step which consists of finally sorting the particles from
the unsorted buffer and writing the results into the other buffer. In essence, the particles
are simultaneously sorted and copied from one buffer to the other. After this process if

finished, everything is ready to proceed to the next simulation iteration.

The compute shader that update the particles is able to search for each particle
neighbours by looking at three data structures: a 3D HistoPyramid, a 3D offsets texture
and the sorted particles buffer. The 3D HistoPyramid dimensions are equal to the uniform
grid dimensions. Each element at the base of the HistoPyramid stores the particle count
of a given grid cell. The offsets texture is an auxiliary texture pyramid with the same
dimensions of the HistoPyramid that encodes in which memory location of the sorted

particles buffer the first particle of a given grid cell is stored.

These data structures make it possible to easily find every particle contained in a grid
cell. Tt is as simple as reading from the sorted buffer as many particles as is determined

by the particle count in the HistoPyramid base, starting from the memory location of the
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first particle contained in that cell, as indicated by the offsets texture. To gather all the
neighbours of a given particle is a matter of collecting all the particles from the nearby

grid cells.

In order for all this to work properly, first these data structures must have been
built and updated. In addition to that, the particles must already have been sorted.

Algorithm 8 details how these processes are done.

Algorithm 8 Preparing the required data structures for particle sorting.
1: Fill the HistoPyramid base level with zeros;

2: Update the HistoPyramid base level;
Reduce the HistoPyramid;
Update the offsets texture;

Sort the particles and also copy them from the unsorted buffer to the sorted one;

At the beginning, the HistoPyramid base level is cleared by having zeros written to
all its elements. Next, a compute shader is dispatched to update the HistoPyramid base.
One GPU thread is spawned per particle with the sole job of determining in which grid
cell each particle falls and then using atomic addition to increase by one the corresponding
element in the HistoPyramid base. After this, the remaining levels of the HistoPyramid

are built as usual by reducing the previous levels.

The HistoPyramid traversal used in this algorithm, however, is performed with a
slightly different objective than usual. Here it is done incrementally in order to update
the offsets texture level by level, starting from the top level and continuing until the base
is reached. For each level of the offsets texture that is being updated, both its previous
level and the HistoPyramid are used to calculate the new offsets. When this process
finishes, each element of the base level of the offsets texture points to the exact location
of the sorted particles buffer that will store the first particle of a given grid cell. The
remaining particles of each grid cell are stored adjacently and immediately after the first

one.

Finally, a compute shader can be dispatched to effectively sort the particles. One
GPU thread is spawned for each particle on the unsorted buffer. The grid cell that each
particle belongs to is determined. By looking at the appropriate location of the offsets
texture it is possible to know where in the sorted particles buffer the particles belonging
to a given grid cell should be stored. In addition to this, atomic additions are used to find

a unique location to store each particle, as multiple threads may try to simultaneously
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allocate space for different particles lying in a same cell. Then, with a definitive location

resolved, the particle can be copied to the sorted buffer straight into the right place.

After this is done, the sorted particles buffer contains all the fluid particles again and

is ready to be used in the next iteration of the simulation.



Chapter 5

Fluid Rendering

The Marching Cubes algorithm is used to create a triangle mesh representing the fluid
surface. Later, this mesh can be rendered using traditional shading techniques. This
algorithm is a well known method used to create polygonal surfaces approximating an
isosurface from a scalar field. As the SPH particles define a density scalar field for the
fluid being simulated, this method is suitable to create a graphic visualization of the fluid

model used in this work.

Among other techniques available to create images for a SPH simulation, this one
presents some advantages, such as outputting a regular triangle mesh which can be ren-
dered and manipulated by a wide range of existing computer graphics algorithms. Addi-
tionally, it can be adapted in a relatively straightforward way to run in parallel architec-
tures and the resolution of the extracted mesh can be easily adjusted to make a trade-off
between quality and performance, which helps in the creation of real-time animations
that look the most realistic way that is possible within a minimum acceptable frame rate.
Section 5.1 will explain the basics of the algorithm and Section 5.2 will detail two viable
GPU implementations for it. The first one is older and based on geometry shaders and

the second one is a new approach based on the HistoPyramid data structure.

5.1 The Marching Cubes Algorithm

This algorithm is grid based and the grid is usually uniform. The main objective of the
algorithm is to convert an implicit representation of a mesh into a parametric one. The
fluid density scalar field can be seen as an implicit representation of its surface while the

generated triangle mesh can be seen as a parametric representation.
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First of all, it is important to define what is an isosurface. Consider a function
f(z,y, z) that defines a scalar field in 3D space. An isosurface S is the set of points that

satisfies the following implicit equation:

flz,y,2) = ¢,

where ¢ is a constant called isovalue. Figure 5.1 shows an example of isolines, which are

the analogous to isosurfaces in the 2D space.

Figure 5.1: A 2D scalar field with an isoline highlighted in red. On the left the isovalue
is set to 0.2 and on the right it is set to 0.45.

Algorithm 9 lists the steps performed by the Marching Cubes isosurface extraction

procedure.

Algorithm 9 Marching Cubes steps.
1: Set the isovalue as desired;

[\

: Sample the function f(x,y, 2) at all vertices of a 3D uniform grid;
: for every vertex of the uniform grid do
Test if the vertex is inside or outside of the isosurface;
end for
: for every cube of the uniform grid do
if the surface intersects the current cube then
Approximate the surface inside the current cube by a set of triangles;
end if
10: end for
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The algorithm starts by evaluating the function f(z,y,z) at the position of every
vertex of a 3D uniform grid. Next, each vertex undergoes a test to verify if it is inside or
outside of the isosurface. If the value sampled at the vertex position is greater than the
chosen isovalue, then the vertex is considered to be inside of the isosurface. On the other
hand, if the sample value is less than the isovalue, the vertex is considered to be on the

outside.

The final step is to visit every cube of the uniform grid and verify if the surface
intersects it. This is done by checking every edge of a given cube. If any edge of the cube
has a vertex inside the isosurface and the other one on the outside, then the edge must

be intersecting the surface. And thus, this cube also intersects the surface.

Triangles are created inside all the cubes that intersect the surface. Every cube has 8
vertices that can be either inside or outside the isosurface. The state of each vertex can
be encoded in one bit. The state of all 8 vertices of a cube can be encoded in a byte. So
there are 256 basic ways in which the surface can interact with any given cube. This byte
is used to search a lookup table in order to retrieve the appropriate triangles that must
be generated for each case. This table maps each case to a set of edges. Each three edges
that are present for any case encode a triangle that must be created. Each vertex of this
triangle must lie in one of the encoded edges. There are multiple methods to determine
the exact position where each vertex will be created. The simplest one is called midpoint
and consists of just creating each vertex exactly at the middle of an edge. This yields
a very poor approximation of the original surface. The most widely used method is the
linear interpolation, which considers the scalar field values at each vertex of a given edge
to determine the optimum location to create the vertex. Figure 5.2 shows a comparison
between these two methods using as an example a 2D scalar field. Note that in this
case the Marching Squares algorithm is used and lines are created instead of triangles.

However, the same principles from the 3D case apply.

It is important to observe that there are only 15 unique Marching Cubes cases. It is
due to the fact that there are a lot of symmetries (like reflections and mirroring) among

the 256 original cases. Figure 5.3 illustrates these 15 unique cases.

Figure 5.4 shows the Marching Cubes algorithm being used to render a zero gravity
fluid drop.
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Figure 5.2: A 2D scalar field with an isoline highlighted in yellow. On the left the line
segments were created using the midpoint method. On the right, linear interpolation was
used. Usage of the latter method clearly results in a better approximation of the contour.

Figure 5.3: Marching Cubes unique cases [21].
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Figure 5.4: A mesh created by the Marching Cubes algorithm of a zero gravity fluid drop.
Left: original SPH particles. Middle: the shaded mesh. Right: a wireframe view.

Some of the 256 basic cases have multiple possible triangulations. Extra calculations
must be performed to solve these ambiguous cases and additional support lookup tables
need to be queried in order to determine the correct triangulation for these cubes. Using
only the standard lookup table, which is only able to encode one default triangulation for
each one of these ambiguous cases, may eventually lead to small cracks and inconsistent
topology in the generated meshes. In spite of this, it was the approach chosen for this
work. The ambiguity resolution process may help create topologically correct meshes,
however, as some cases require extensive calculations to be disambiguated properly, it
also comes with a huge computational cost. In particular, the processing load required
by each cube is highly imbalanced, which makes it much harder to create a good parallel
implementation. Significant efforts were put into adapting existing disambiguation pro-
cedures to be more GPU friendly, but a full topologically consistent implementation was
left as an improvement for a future work. A detailed discussion about this topic can be

found in Custddio et al. [7].

5.2 GPU Implementation

At first it seems that it is straightforward to parallelize the Marching Cubes algorithm.
It appears that it is enough to distribute all the cubes that have to be processed evenly
among the available processors. However, for each cube a different case from the lookup
table may apply, leading to zero, one or more triangles being generated for that cube.
This variability in the number of triangles outputted per cube creates an imbalance in
processing load that makes it harder to create an efficient parallel implementation. There

are two main approaches to handle this workload on the GPU, as will be explained next.
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5.2.1 Geometry Shader Implementation

The first approach relies on the built-in geometry shader and takes advantage of its
capability to output zero or more primitives, effectively discarding or amplifying the

geometry that is passed into it.

Algorithm 10 describes the steps required by this approach. First, a 3D texture must
be allocated on the GPU memory to hold the 3D scalar field values. This texture may
be updated either manually by uploading data from the CPU or by a compute shader
running on the GPU itself. In addition, the case table is also uploaded to the GPU as
a texture. Then, a draw call is made instructing the GPU to render one point for each
cube that will be processed. Specially designed vertex and geometry shaders are active

during this draw call.

Algorithm 10 Geometry Shader Marching Cubes Implementation.
1: Set the isovalue as desired;

2: Update the 3D scalar field texture; {This can be done via CPU or GPU.}
3: Setup the appropriate shaders and upload the case table to the GPU as a texture;

4: Dispatch a draw call to render one point for each cube to be processed;

{The following steps are executed on the GPU for each point:}
5: The vertex shader calculates the position of each cube in space and passes both the
cube index and position to the geometry shader;
{The following steps are executed by the geometry shader:}
Fetch the scalar field values at each corner of the cube from the 3D texture;
Calculates the position of each corner;

Test if each vertex of the cube is inside or outside of the isosurface;

Determine the Marching Cubes case;
10: Look up the appropriate entry of the case table;
11: if the surface intersects the current cube then
12:  for each set of 3 edges on the retrieved table entry do
13: Create a triangle whose vertices lie in these 3 edges;
14: end for
15: end if
{The following step is executed immediately after the geometry shader:}
16: Use transform feedback to store the generated triangles into a buffer object for later
usage or let the rasterization process continue in order to draw the triangles straight

to screen;
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The vertex shader starts by calculating the position of each cube in space and passes
this information along with the cube index to the geometry shader, which is configured
to take points as input and to produce triangles as its output. The first thing that the
geometry shader does is to use the current cube index to fetch all the required scalar field
values from the 3D texture. It also calculates the position in space of each corner of the
cube. After this is done, each vertex of the cube is tested to find out if it is inside or
outside of the isosurface. Then, the state of all the 8 vertices can be encoded in a byte in

order to determine to which Marching Cubes case this particular cube belongs.

Now a lookup is performed in the case table. If the entry for the current case is empty,
it means that the surface does not intersect the current cube and so the geometry shader
instructs the GPU to discard this input primitive, not generating any triangles at all.
This only happens if, at the same time, the 8 vertices are either all inside or all outside of
the surface. For all the other cases, the surface intersects the current cube and the data

retrieved from the table entry must be processed further.

For each set of three edges found on the table entry, a triangle must be generated.
The vertices of this triangle must lie each somewhere in one of the edges from the set.
The exact position where each vertex will be depends if the midpoint method or linear

interpolation is being used, as was explained in Section 5.1.

In addition, normals are generated for each vertex using a finite difference method.
This makes the generated mesh ready for the lighting calculations that will happen in the
later stages of the graphics pipeline. Both forward and central differences can be used.
The implementation of the former requires less calculations and thus yields a slightly

better performance while the latter offers greater quality.

After the geometry shader execution finishes, the triangles that were created by it may
have two destinations. They can either be stored into a buffer object on GPU memory
through the transform feedback functionality or they can be passed down directly to the

rest of the pipeline for immediate rasterization on screen.

5.2.2 HistoPyramid Based Implementation

The other approach to implement the Marching Cubes algorithm on the GPU is based
on the HistoPyramid data structure that was presented in Chapter 3. Algorithm 11 lists

the steps performed by this implementation.
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Algorithm 11 HistoPyramid Based Marching Cubes Implementation.

1:

10:
11:
12:

13:
14:

15:
16:
17:
18:
19:
20:

21:

22:

23:

24:

25:

Initialize the HistoPyramid data structure;
Set the isovalue as desired;
Update the 3D scalar field texture; {This can be done via CPU or GPU.}
Setup the appropriate shaders and upload the case table to the GPU as a texture;
Upload the auxiliary vertex count table to the GPU as a texture;
{First HistoPyramid execution phase:}
Dispatch a compute shader to update the HistoPyramid base level;
{These steps are executed by the previously invoked compute shader:}
for each cube to be processed do
Fetch the scalar field values at each corner of the cube from the 3D texture;
Test if each vertex of the cube is inside or outside of the isosurface;
Determine the Marching Cubes case;
Look up the appropriate entry of the auxiliary vertex count table;
Store both the case number and how many vertices this cube will output in the
correct place of the HistoPyramid base level;
end for
Perform reduction on the HistoPyramid;
{Second HistoPyramid execution phase:}
if the draw indirect technique is enabled then
Dispatch a compute shader to setup the draw indirect buffer;
else
Read back the total vertex count from the top element of the HistoPyramid;
end if
Dispatch an appropriate draw call to render the entire triangle mesh;
{The following steps are executed by the vertex shader:}
Traverse the HistoPyramid in order to determine which vertex outputted from what
cube should be processed;
Retrieve the case number of the current cube;
Look up the case table to find out the correct edge where this vertex should lie;
Calculate the vertex position;
{The following step is executed after the vertex shader and primitive assembly:}
Use transform feedback to store the generated triangles into a buffer object for later
usage or let the rasterization process continue in order to draw the triangles straight

to screen;
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The first step is to initialize the HistoPyramid data structure as was described by
Algorithm 1. Then, in a similar way to the other implementation, a 3D texture must be
allocated on GPU memory to hold the 3D scalar field values. As before, this texture may
be updated either manually by uploading data from the CPU or by a compute shader
running on the GPU itself. After this, both the case table and a new auxiliary vertex
count table are uploaded to the GPU memory as textures. The vertex count table stores

how many vertices each Marching Cubes case outputs.

Next, the first phase of the HistoPyramid execution starts. This is the building phase
and its general steps were outlined in Algorithm 2. Tt starts by dispatching a compute
shader in order to update the base level. One GPU thread is spawned for each cube that
needs to be processed. Each processing thread fetches from GPU memory the scalar field
values at the corners of the cube its responsible for. Then, it tests each vertex to see if
it is inside or outside of the isosurface and determines which Marching Cubes case apply.
After this, the appropriate entry of the vertex count table is retrieved in order to find
out how many vertices will have to be created inside this cube to polygonize the surface.
The last thing each GPU thread does in this phase is to store both the case number and
the vertex output count it computed in the correct place of the HistoPyramid base level.
Caching the case number in this way will avoid the need to recompute it later. And
finally, to complete this phase parallel reduction is performed on the data structure, as

was described earlier in Section 3.3.

Now, the second HistoPyramid execution phase can start. This phase is when the
processing is actually done. One GPU thread is needed to process each output element,
i.e., each vertex that will be generated for the final mesh. To determine the appropriate
number of threads to spawn, the total vertex count must be retrieved from the top element
of the data structure. As was discussed in Section 3.4, there are two ways to do this. The
first one relies on the draw indirect technique, which yields better performance but only
works on newer hardware. If the GPU supports this technique, then a compute shader
is dispatched to setup the draw indirect buffer and after that an indirect draw call can
be dispatched. Otherwise, as a fallback, the CPU reads back the top element from the
HistoPyramid texture and dispatches a traditional draw call to render the appropriate

number of vertices.

Regardless of the method that generated the draw call, it will spawn one GPU thread
to process each vertex of the mesh. Each thread starts by traversing the HistoPyramid

as was described in Algorithm 3. After the traversal is done, it knows which vertex
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outputted from what cube it should process. The next step is to retrieve the case number
of the cube, which was previously stored in the base level. Then, a lookup is performed
in the case table to determine the correct edge where the vertex being processed should
lie. Knowing this, it is possible to calculate the vertex position using either the midpoint
method or linear interpolation. Also, the vertex normal is generated using the same finite

difference method that was used in the geometry shader based implementation.

Finally, after the vertices have been processed they are assembled into triangles that
can be either stored into a buffer object on GPU memory via the transform feedback
mechanism or they can be passed down directly to the rest of the graphics pipeline for

immediate rasterization on screen.



Chapter 6

Results and Discussion

Some experiments were performed with the objective of assessing the efficiency of the
HistoPyramid based algorithms which were developed in this work. To make sense and
compensate for the implementation efforts, these new algorithms must perform better and

more efficiently than the ones that were previously available.

Although the algorithms were built to work together as a fully fledged fluid simulation
framework, it is essential to first evaluate their efficiency separately. So, the initial set
of experiments will focus on testing both the simulation and rendering algorithms as
isolated from each other as possible. Later, a final experiment will assess the combined

performance of the whole framework.

6.1 Methodology of the Experiments

All tests were carried on a computer with an Intel Core 2 Quad Q6600 CPU running at
2.4 Ghz, 4 GB of RAM and a Nvidia GeForce GTX 560 GPU with 1 GB of dedicated
video memory. On the software side, the operating system used was the 64-bit edition of

Windows 7. The Nvidia graphics driver version 335.23 was installed.

Each experiment consists of a previously specified scenario with well defined initial
conditions. Most parameters remain fixed with a few exceptions. The ones that change are
key parameters which are incrementally modified in order to create problems of increasing
computational complexity. The objective is to make comparisons that illustrate how well

each algorithm scales in relation to each other.
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All scenarios are based on the dam break animation, which is a classic CFD test case
as was discussed in Section 4.1. Every measurement was performed three times and the
resulting timings were averaged. The specific setup of each scenario will be discussed in

the remainder of this chapter.

An existing limitation is that the compute shader work group sizes were kept fixed
across the tests. The heuristics described in a best practices guide by Nvidia [28] were
investigated and used to pick sensible default values. One dimensional compute shaders
are dispatched with a work group size of 256 and the three dimensional ones with work
groups of 8 x 8 x 8 elements. These values were selected striving to achieve good hardware
occupancy, i.e., keeping the GPU processing resources as busy as possible, for all the

compute shaders that were used.

Ideally the occupancy should be calculated on a shader by shader basis in order to
determine the most optimized work group size for each compute dispatch. However, such
a detailed analysis was beyond the scope of this work and thus was left as an exercise
for a future work. The main reason behind this choice was that such a thorough study
would require the use of specialized techniques and profiling tools on several parts of the
code, which would be extremely time consuming. In addition, this kind of optimization

is specific to each GPU architecture and must be redone for every other architecture.

The other types of shaders are free from this hassle, as they are automatically managed

by the graphics driver.

6.2 Experiments

The first experiment is about fluid simulation and aims to compare a standard single-
threaded CPU implementation of the SPH method with the GPU HistoPyramid based
one. Then, a second experiment deals with the HistoPyramid Marching Cubes algorithm,
evaluating how well it fares against the geometry shader based implementation. Finally,
one last test addresses the combined performance of both GPU HistoPyramid based al-
gorithms working together to simulate and render a complete fluid animation. Details

about each experiment will be discussed next.
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6.2.1 SPH Comparison: CPU vs GPU Implementation

The objective of this experiment is to verify if the proposed GPU SPH algorithm is indeed
more efficient than a standard single-threaded CPU SPH implementation. To accomplish
this, similar dam break simulations were executed using both algorithms and the average

times they needed to compute each step of a simulation were measured and compared.

Figure 6.1 illustrates this experiment in action. Marching Cubes was disabled and the
particles were rendered in the simplest way possible (i.e. like points) in order to interfere
as little as possible with the processing loads. In this test, the variable parameter was the
particle count and it was incrementally increased to see how well each algorithm could
perform with the greater amount of computation necessary to run an animation smoothly

in real-time. More particles were created by raising the height of the dam.

Figure 6.1: Three dam break simulations performed by the SPH algorithm using a varying
number of particles. The one on the top row was made with only 4,096 particles. On
the middle row, 16, 384 particles were used and on the bottom row 65,536 particles were
being animated. Notice that the highest the particle count is, the tallest the initial dam
height must be. This is pictured on the left column. The middle column shows the fluid
falling due to gravity and the right one depicts its resting state.
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Table 6.1: SPH comparison: average execution times for various particle counts over 2,000
simulation steps.

Particle Count | CPU Time (ms) | GPU Time (ms) | Speedup
4,096 26.0 2.2 11.8%
8,192 70.2 3.2 21.9x
16, 384 227.2 5.9 38.5%
32,768 494.1 10.2 48.4%
65, 536 943.2 20.2 46.7x

The other simulation parameters were kept constant throughout the tests, including,

for instance, gravity, viscosity, the integration timestep, the smoothing kernel radius, etc.

Table 6.1 lists the average time that each algorithm spent on a single simulation step.
This average was taken over 2,000 steps, which is generally enough for the fluid to reach

its resting state.

It is possible to observe that up to 32,768 particles, the greater the particle count,
the more efficient the GPU algorithm turns to be. This is probably due to the hugely
increased arithmetic power required to compute the force interactions between pairs of

particles.

It was confirmed that both implementations are able to run simulations with up to

262, 144 particles flawlessly.

6.2.2 Marching Cubes Comparison: Geometry Shader vs
HistoPyramid Implementation

This test aims to confirm if the HistoPyramid based Marching Cubes is more efficient
than the older, geometry shader based algorithm. To do this, a single frame of a fluid
simulation with 16, 384 particles was chosen to be polygonized by both of the algorithms

using various grid resolutions to see how well they could cope with bigger scalar fields.

For each case tested, the fluid was rendered for a while and the average time needed
to render each frame was measured. Note that as the simulation was frozen, the contents
of the scalar field were not being updated. However, it was indeed being polygonized
every frame. In addition, the wireframe mode was used in order to use as little fill rate
as possible from the GPU. The focus was strictly on comparing the performance of the
conversion of the scalar field into a triangle mesh. The draw indirect technique was

enabled on the HistoPyramid implementation.
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Figure 6.2: Meshes generated by the Marching Cubes algorithm during this experiment.
The following grid resolutions were used: 35 x 67 x 35 on the top row; 99 x 195 x 99 on the
middle row and 163 x 323 x 163 on the bottom row. On the left, the polygonized mesh is
shown in wireframe. On the right, a shaded version with per pixel lighting is presented.

Some of the meshes generated during the tests are shown in Figure 6.2, ranging
from lower to higher resolution ones. Table 6.2 summarizes the results, comparing the
efficiency of both Marching Cubes implementations. Except for the lowest resolution
grid, significant speedups were obtained. In this case that requires a smaller amount of
processing, the overhead of the HistoPyramid algorithm outweighed the benefits of the

increased parallelism it offers and the execution ended up being slower.

Additional tests were done to analyze the impact of the draw indirect technique on
the HistoPyramid version. Speedups ranging from 1.08 to 1.19x were obtained with the

technique enabled, as can be observed in Table 6.3.
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Table 6.2: Marching Cubes comparison: average execution times for various grid res-
olutions over 2,000 rendered frames. The draw indirect technique was enabled for the
HistoPyramid version.

Grid Resolution | GPU GS Time (ms) | GPU HP Time (ms) | Speedup
35 X 67 x 35 0.65 0.97 0.67x
67 x 131 x 67 2.21 1.09 2.03x
99 x 195 x 99 5.92 1.54 3.84 %

131 x 259 x 131 12.82 1.89 6.78%

163 x 323 x 163 22.22 2.40 9.26 x

Table 6.3: HistoPyramid Marching Cubes comparison: average execution times for various
grid resolutions over 2,000 rendered frames. Using standard readback (RB) vs the draw
indirect technique (DI).

Grid Resolution | GPU RB HP Time (ms) | GPU DI HP Time (ms) | Speedup
35 X 67 x 35 1.15 0.97 1.19x
67 x 131 x 67 1.28 1.09 1.17x
99 x 195 x 99 1.71 1.54 1.11x

131 x 259 x 131 2.05 1.89 1.08 x

163 x 323 x 163 2.63 2.40 1.10x

6.2.3 Combined Experiment

This experiment was concerned with running both the HistoPyramid based simulation and
rendering algorithms together and investigating how to load balance the computational
costs between them in order to achieve a smooth fully shaded real-time animation running
at a fixed 30 frames per second. Increasing the processing required by one of the algorithms
diminishes the headroom left for the other. Table 6.4 lists some configurations that yielded

the target frame rate.

Table 6.4: Configurations of the simulation and rendering HistoPyramid algorithms that
were able to achieve a smooth 30 frames per second animation.

Grid Resolution | Polygonized Cubes | Particle Count

35 x 147 x 35 168,776 73,728
67 x 247 x 67 1,071,576 62, 464
99 x 243 x 99 2,324, 168 40, 960
131 x 195 x 131 3,278, 600 24,576

163 x 151 x 163 3,936,600 15,104
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Figure 6.3 shows a plot of the data from Table 6.4.

Combined Experiment
Particle Count X Polygonized Cubes
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Figure 6.3: A plot with pairs of parameters that can be used to create animations that
run consistently at 30 frames per second. A linear trend line is shown.



Chapter 7

Conclusions and Future Work

This work employed the Histogram Pyramid data structure in order to successfully im-
plement an efficient GPU accelerated framework to simulate and render fluids. This data
structure proved to be extremely useful as it enables an entire kind of new problems to
be properly parallelized to run on the GPU. In particular, stream compaction and expan-
sion algorithms can now take advantage of the massive computational power offered by
modern GPUs.

For instance, the Smoothed Particle Hydrodynamics fluid simulation method greatly
benefits from using the HistoPyramid. It requires a huge amount of arithmetic calculations
and thus is a good candidate to be computed on the GPU, but there is a caveat to
implement it efficiently. Neighbour particle lookups, which are an essential part of the
SPH method, need to retrieve a variable number of particles from seemingly random
memory positions. This adversely affects performance as GPUs need data accesses to be as
coalescent as possible to perform well. The present work made an efficient implementation
possible by using the HistoPyramid to implement a GPU bucket sort algorithm, which is

able to store nearby particles close together in memory by spatially sorting them.

The Marching Cubes algorithm, which is used to polygonize the fluid surface, is
another example of process that can be improved by the HistoPyramid. In the experiments
realized, the geometry shader based Marching Cubes was consistently outperformed by
the HistoPyramid based implementation, especially in large datasets. The only exception
to this rule occurred when processing the smallest dataset tested, where the overhead of
setting up the data structure was to big for the little amount of work being processed and

the geometry shader implementation ended up being a bit faster.
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[t may be argued that the geometry shader should also be capable of handling any
kind of stream compaction and expansion problem, as it is also capable of discarding and
amplifying data. However, it was not designed to be adequate to all kinds of problems. Tt
also has hard limits on the maximum output count per input element because of limited
on-chip hardware buffers. In addition, some GPU architectures in spite of being able to

execute geometry shaders cannot handle them very well.

Another challenge imposed by the Marching Cubes algorithm to the geometry shader
architecture is that the amount of work per invocation varies greatly, resulting in extremely
poor parallelism. Some shader instances will create a lot of triangles while others will

output just a few or none. The HistoPyramid version creates a more balanced workload.

Beyond that, one more reason for why the HistoPyramid polygonization is faster
is because it is able to completely skip all empty cells after it has determined during
the building phase that they will not generate any outputs. This is especially beneficial
because in most fluid simulations the majority of cells is either entirely inside or outside

the fluid and thus empty.

The experiments have also shown that the draw indirect technique was able to deliver

some small but noticeable performance gains.

Finally, by using compute shaders it was possible to create a truly 3D HistoPyramid
implementation for the GPU in a flexible way that was not possible before by any other
means. In spite of this, it is still possible to implement a 3D HistoPyramid on older

hardware, although not so cleanly and only with the use of many workarounds.

7.1 Future Work

The current Marching Cubes implementation is not topologically consistent, which means
that occasionally small cracks and holes may appear in the generated meshes. As discussed
in the end of Section 5.1, significant efforts were put into solving this problem. The work by
Custodio et al. [7] would help address this issue. However, an appropriate parallel version
of the algorithms proposed by her must be devised. As far as the author knows, a GPU
accelerated Marching Cubes algorithm that guarantees the generation of topologically

correct meshes for any input data is still an open research problem.
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Section 6.1 mentioned a limitation in how the work group sizes of the compute shaders
were chosen. A possible solution to this lies in the implementation of a fully featured GPU
profiler, such as the one described in the OpenGL Insights book [6]. This would allow
precise measurements of individual parts of each algorithm, possibly exposing hotspots in
the code that could be further optimized. By exploring and profiling varying work group
sizes, it would be possible to verify in practice which ones work best for each compute
shader. In addition, the execution configuration optimizations proposed by Nvidia [28|
could be investigated in more depth. Sparse textures could possibly be used to improve
HistoPyramid memory usage for the cases where the input array is asymmetric or has

non power of two side lengths.

Furthermore, the rendering algorithms deserve more attention. In particular, the im-
plementation of a more detailed lighting pipeline would substantially improve the quality

of the images generated.
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